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ABSTRACT
It has been shown that neurons alter the expression of astrocytic metabolic
enzymes by secretion of until now unknown molecule(s) into extracellular fluid.
Here, we present evidence that neuron-derived transthyretin (TTR) stimulates
expression of glycolytic enzymes in astrocytes which is reflected by an increased
synthesis of ATP. The action of TTR is restricted to regulatory enzymes of glycolysis:
phosphofructokinase P (PFKP) and pyruvate kinase M1/M2 isoforms (PKM1/2). The
regulation of PFK and PKM expression by TTR is presumably specific for brain tissue
and is independent of the role of TTR as a carrier protein for thyroxine and retinol.
TTR induced expression of PKM and PFK is mediated by the cAMP/PKA-dependent
pathway and is antagonized by the PI3K/Akt pathway. Our results provide the first
experimental evidence for action of TTR as a neuron-derived energy metabolism
activator in astrocytes and describe the mechanisms of its action. The data presented
here suggest that TTR is involved in a mechanism in which neurons stimulate
degradation of glycogen-derived glucosyl units without significant modulation of
glucose uptake by glial cells.

INTRODUCTION

expression of proteins involved in energy metabolism
and neurotransmitter synthesis. In accordance with
this concept, our previous study has demonstrated that
co-culturing neurons with astrocytes significantly
affected the level of mRNA and protein abundance of
the metabolic enzymes in both cell types. Moreover,
we have provided evidence that neurons augment the
expression of astrocytic enzymes both by direct physical
contact of the cells and by release of, as yet unknown,
molecule(s) into extracellular fluid [4]. In accordance
with our results, it has been recently shown that neurons
may regulate, via Notch signalling, the expression of
hundreds of astrocytic genes, among them ones involved
in ANLS, however, the changes were observed only at
the transcriptome level [5].
In the present study, we show the results of
studies focused on the identification of the regulatory

The brain is characterised by very high energy
requirements and glucose is the main energetic substrate for
this organ [1]. During the last two decades a growing body
of evidence has accumulated supporting the hypothesis of
the astrocyte-neuron lactate shuttle (ANLS) that postulates
that the majority of glucose taken up by brain from the
blood stream is utilized by astrocytes which convert it into
lactate that is used to fulfill energy requirements of neurons
[2, 3]. It has also been shown that glutamate released by
active neurons stimulates glycolysis in astrocytes leading
to the increased production of lactate [2].
The tight coupling between astrocytic metabolism
and synaptic transmission suggests that these two cell
types can act as a kind of syncytium, cross-regulating
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factor(s) released from neurons into extracellular fluid
and stimulating astrocyte energy metabolism. We
demonstrate that neuron-released TTR stimulates the
expression of glycolytic enzymes in astrocytes which
results in an increased synthesis of ATP. Remarkably, the
action of TTR is restricted to the regulators of glycolysis,
phosphofructokinase P (PFKP) and pyruvate kinase M1/
M2 isoforms (PKM1/2).
TTR is an evolutionary conserved [6, 7] carrier
protein for thyroxine (T4) [8] and retinol [9]. In the brain,
TTR is mainly synthetized by ependymocytes [10], but
also by neurons [11] and its receptors are expressed, among
others, on astrocytes [12]. The role of TTR in the biology of
the nervous system has been described in several contexts.
It has been shown to be involved in cognition [13, 14],
behaviour [15], neuropeptide maturation [16] and nerve
regeneration [17]. TTR has also been shown to play a
protective role in Alzheimer’s disease [18, 19] and cerebral
ischemia [20].
The results presented here reveal that TTR
modulates glial energy metabolism independently of its
role as a carrier protein. We also demonstrate that only the
forms of TTR unsaturated by hormones (T4 and retinol)
may stimulate the expression of PKM1/2. Moreover, the
stimulation is mediated by the cAMP-dependent pathway
and it is antagonized by the PI3K/AKT pathway.
To the best of our knowledge, this is the first report
identifying the neuron-derived energy metabolism regulator
of astrocytes and describing its mechanism of action.

The results of molecular filtration studies demonstrated
that fraction of the CM containing molecules with the mass
in the range of 30–100 kDa was able to elevate PKM1/2
expression in the glial cells (Figure 2A–2C).

Neuron-derived factor(s) stimulate ATP synthesis
in astrocytes
Since pyruvate kinase is a regulatory enzyme
of glycolysis, it might be expected that treatment of
astrocytes with the CM impact the energy production
in these cells. To address this issue, astrocytes were
treated with the CM for 48 h and this increased about
2-fold the level of ATP as compared to cells incubated in
the FM medium (Figure 1D). This effect was abolished
after a heat-treatment of the CM (Figure 2G). A similar
increase in the ATP level was observed after incubation of
astrocytes with a fraction of the CM medium containing
components of the mass below 100 kDa, but not those of
the mass lower than 30 kDa (Figure 2D).

Transthyretin is detected in neuron-conditioned
medium
To determine which proteins are released into
extracellular fluid by neurons, fractions of 30–100 kDa of
the FM and the CM media were subjected to MS analysis.
All recorded proteins are presented in Supplementary
Table 1. Among the proteins detected in the CM medium,
only transthyretin and enoyl-CoA hydratase domaincontaining protein 3 (ECHDC3) were unique for this
medium. The molecular mass of ECHDC3 is 33 kDa, and
the mass of TTR tetramer (a physiological oligomeric
state of the protein) is 55 kDa. However, ECHDC3 is
an intracellular protein expressed in mitochondrion and
its presence in the CM probably resulted from cells
lysis, thus, TTR was assumed to be the neuron-derived
metabolic regulator and used in further studies.

RESULTS
Neuron-derived metabolic regulator(s) are heat
unstable and with molecular mass between 30
and 100 kDa
The incubation of astrocytes for 24 and 48 hours
in the neuron-conditioned medium (CM) significantly
elevated the level of mRNAs, protein abundance and
activities for both isozymes of pyruvate kinase (PKM1/2)
as compared to the cells cultured in the fresh neuronal
medium (FM) (Figure 1A–1C). Immunofluorescence
analysis revealed that treatment with the CM did not affect
the morphology of the cells as compared to unstimulated
(the FM-treated) astrocytes (Supplementary Figure 2).
To ensure that the observed changes did not result
from substitution of a standard astrocytic culture medium
(DMEM/FBS-based) with the neuronal one (neurobasal/
B27-based), we compared PKM1/2 expression in both
the media and we did not find any differences in PKM1/2
expression (Supplementary Figure 3).
Heat-treatment of the CM samples resulted in the loss
of the ability of the medium to stimulate PKM1/2 and PFKP
expression in astrocytes suggesting that the “neuron-derived
effector” may be a protein or polypeptide (Figure 2E, 2F).
www.impactjournals.com/oncotarget

Transthyretin is neuron-derived metabolic
regulator
Human plasma TTR at physiological concentration
(20 μg/ml, 36.4 nM) [21, 22] was added to the FM medium
to test its ability to activate the expression of glycolytic
enzymes in glial cells. The results of immunofluorescent
study, FISH experiments and WB analysis revealed that
TTR elevated the level of PKM1/2 in a similar manner
to that observed for the CM-activated astrocytes. The
supplementation of media with TTR did not affect
the morphology of the cells (Supplementary Figure 2). The
supplementation of the CM with TTR did not cause further
increase in the expression of PKM1/2 (Figure 3A–3C).
To investigate if the stimulating effect of TTR
was associated with its role as a carrier protein for T4
and retinol, the FM medium was supplemented with
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TTR-saturating concentrations (1 μM) of L-thyroxine or
retinol. As a result, the stimulatory effects of TTR were
abolished. Moreover, when T4 or retinol were added to the
CM, the ability of such mixtures to stimulate expression
of PKM1/2 was abrogated and the level of PKM1/2 was
practically the same as the FM medium (Figure 3D, 3E).
From this, it is evident that only the ligand-free TTR
played a significant role of signalling molecule increasing
PKM1/2 expression in astrocytes.
To further verify the role of TTR, the CM samples
were deprived of the protein using immunoprecipitation.
As it is shown in Figure 3A, 3B such treatment of the CM
medium resulted in a significant abrogation of the CM
ability to stimulate the expression of PKM1/2 in astrocytes
both at mRNA and protein levels (Figure 3A, 3B).
In order to determine which other steps of glycolysis
in astrocytes were modulated by TTR, the impact of the
CM and TTR-treatment on the expression of hexokinase
1 (HK1, which catalyses the first step of glycolysis),
aldolase A (ALDOA, which catalyses the central reaction
of glycolysis), PFKP (the second regulatory enzyme
of glycolysis) and monocarboxylate transporter 4
(MCT4, the astrocytic lactate transporter) were studied.
Immunofluorescence analysis revealed that treatment
with the CM nor TTR did not affect the expression of

ALDOA and MCT4 as compared to unstimulated (the FMtreated) astrocytes (Figure 4A, 4C). At the same time, the
expression of PFKP was affected in a similar manner as
PKM1/2 (Figure 4D). Interestingly, the expression of HK1
remained unchanged (Figure 4B).
To examine the dynamism of TTR modulation, the
expression of metabolic enzymes in the CM and TTRtreated cells was studied at different time points. TTRinduced changes in mRNA level for PFK and PKM were
observed already after 30 minutes and they progressed
in time (Supplementary Figure 5A). The changes in the
proteins expression were much slower since they were
observed only after 48 h (Supplementary Figure 5B).
To corroborate that TTR acts specifically to glial
cells, the effect of the CM and TTR on the expression
of PKM1/2 in non-glial cells was tested. The results of
immunofluorescent studies revealed no changes in the
expression of glycolytic enzymes in mouse lung cancer
cell line (KLN205), human skin fibroblasts, nor human
immortalized epithelial cells (ME16C) after stimulation
with TTR (Figure 5).

Figure 1: The effect of the neuron-conditioned medium (CM) on ATP synthesis and the levels of mRNA, protein
abundance and the activity of pyruvate kinase (PKM1/2) in astrocytes. (A) Subcellular localization of mRNA (right panel)

and protein (left panel) of PKM1/2 in astrocytes cultured for 24 h or 48 h respectively in the neuron-conditioned medium (CM) or
the neuronal fresh medium (FM). The nuclei were visualized with DAPI. Bar = 50 μm. (B–D) The effect of CM on: (B) the expression of
the PKM1/2 protein (left chart) and mRNA (right chart), (C) the activity of PKM1/2, (D) ATP synthesis in astrocytes. The expression of the
enzyme in cells cultured in the FM medium was assumed to be 100%. Each value represents the mean and S.D. of at least three individual
experiments. Asterisks (*) indicate statistically significant differences (P < 0.001).
www.impactjournals.com/oncotarget
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TTR stimulates PKM1/2 expression via the
cAMP-dependent pathway and it is antagonized
by the PI3K/AKT pathway

encoding PKM1/2 in the CM and TTR-treated cells
(Figure 6D, 6E). Inhibition of other studied kinases
(mTOR, p38) did not change significantly the level of
mRNA encoding PKM1/2 (Figure 6F, 6G). The inhibition
of all the above kinases did not affect the expression in the
FMtreated cells. Similarly, the incubation of astrocytes with
IGF-I did not affect the level of mRNA encoding PKM1/2
(Figure 6H) both, in the FM and the CM-treated cell.
In contrast, supplementation of FM with forskolin
(an activator of adenylyl cyclase) imitated the stimulation
of the expression observed in the CM. However, the
supplementation of the CM with forskolin did not enhance
further the increase in PKM1/2 mRNA level (Figure 6I).
The similar changes in mRNA level after supplementation

Searching for cellular secondary messengers of
TTR (and the whole CM) signalling in astrocytes, several
activators and inhibitors of proteins kinases crucial for
regulation of energy metabolism, were examined. The
results demonstrated that inhibition of FAK, GSK3, and
PKA in astrocytes treated with TTR or the CM resulted
in significant reduction of the level of mRNA encoding
PKM1/2 (Figure 6A–6C) compared to the pure CM.
Unexpectedly, the inhibition of AKT and PI3K,
the kinases usually involved in the stimulation of energy/
glucose metabolism, increased the expression of mRNA

Figure 2: The effect of filtration (MWCO 30 and 100 kDa) and heat inactivation of the neuron-conditioned medium
on PKM1/2 and PFKP expression in astrocytes. (A) Subcellular localization of mRNA encoding PKM1/2 in astrocytes cultured for

24 h in the CM or the FM and the media fractions containing molecules of the mass below 30 kDa (“Filtration 30 kDa”) or below 100 kDa
(“Filtration 100 kDa”). The nuclei were visualized with DAPI. Bar = 50 μm. (B–D) The effect of filtration (MWCO 30 and 100 kDa) of
the media on the PKM1/2 protein (B) and mRNA (C) expression and ATP synthesis (D) in astrocytes. (E–G) The effect of heat inactivation
of the CM (5 min at 45°C–“CM45” or at 65°C – “CM65”) on the level of mRNA for PKM1/2 (E) and PFKP (F) and ATP synthesis (G) in
astrocytes. The expression of the enzyme in cells cultured in the FM medium was assumed to be 100%. Each value represents the mean and
S.D. of at least three individual experiments. Asterisks (*) indicate statistically significant differences (P < 0.001).
www.impactjournals.com/oncotarget
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of FM with forskolin was observed for PFKP, but not for
HK1 (Supplementary Figure 6).

have demonstrated that neurons induce genes and proteins
expression in astrocytes by releasing of some unknown
molecules into extracellular fluid [4]. On the other hand,
the study of Hasel et al. has shown that a direct cell-tocell contact also activated the transcription of several
metabolic enzymes [5]. Nevertheless, the latter study
has not provided any information as to whether the
observed transcriptional changes were correlated with
altered protein levels and/or the basal metabolic state of
astrocytes.

DISCUSSION
Studies of the brain energetics have revealed that
neurons stimulate the expression of glucose metabolism
proteins in astrocytes [4]. However, a mechanism of this
phenomenon is not well understood [3, 4]. Recently, we

Figure 3: The effect of TTR on PKM1/2 expression in astrocytes. (A–B) The effect of supplementation of the media with

36.4 nM TTR (+TTR) and depletion of TTR from the media (post-IP) on the subcellular localization (A) and expression of PKM1/2 protein
(B; left chart) and mRNA (B; right chart) in astrocytes. The nuclei were visualized with DAPI. Bar = 50 μm. (C) Western blot analysis of
PKM1/2 in extracts (15 μg of total protein per line) of astrocytes cultured for 48 h in the FM and the CM media supplemented with 36.4 nM
TTR (+TTR); β‑actin was used as a loading control. (D–E) The effect of saturation of TTR with 1 μM L-thyroxine, T4 (D) or 1 μM retinol,
Ret (E) on the expression of the PKM1/2 mRNA (right chart) and protein (left chart) in astrocytes. The expression of the enzyme in cells
cultured in the FM medium was assumed to be 100%. Each value represents the mean and S.D. of at least three individual experiments.
Asterisks (*) indicate statistically significant differences (P < 0.001).
www.impactjournals.com/oncotarget
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Figure 4: The effect of TTR and the CM on ALDOA, HK1, MCT4 and PFKP expression in astrocytes. The measurement
of ALDOA (A), HK1 (B), MCT4 (C), PFKP (D) protein-related immunofluorescence in astrocytes cultured for 48 h in the CM and in the
FM supplemented with 36.4 nM TTR (+TTR). The expression of the enzyme in cells cultured in the FM medium was assumed to be 100%.
Each value represents the mean and S.D. of at least three individual experiments. Asterisks (*) indicate statistically significant differences
(P < 0.001).

Figure 5: The effect of the CM and TTR on the expression of PKM1/2 in non-glial cells. The cells were cultured for 48 h

in the FM or the CM media supplemented with 36.4 nM TTR (+TTR). (A–C, left panels) Subcellular localisation of PKM1/2 in the
KLN205 (A), human skin fibroblasts (B) and the ME16C cells (C). Right charts in each panel (A–C) show quantitation of PKM1/2-related
fluorescence. The expression of the enzyme in cells cultured in the FM was assumed to be 100%. Each value represents the mean and S.D.
of at least three individual experiments. The nuclei were visualized with DAPI. Bar = 50 μm.
www.impactjournals.com/oncotarget
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Here, we presented evidence that incubation of
astrocytes in the neuron-conditioned medium (CM), but
not the fresh medium (FM), increased the astrocytic levels
of mRNA and protein and enzymatic activity of pyruvate
kinase, a regulatory enzyme of glycolysis.
A significant elevation of the ATP level in the CMtreated astrocytes indicated that neurons stimulate astrocytic
energy production by releasing of some molecule(s) into
extracellular fluid. Subsequent set of experiments let us not
only unequivocally identify transthyretin as the neuronderived soluble inducer of glycolytic enzymes expression
in astrocytes but also demonstrate that the activity of the

cAMP-dependent signalling pathway is crucial for these
neuron-dependent changes.
TTR was originally described as a carrier protein
for T4 and retinol [8, 9]. In the brain, the expression of
TTR was thought to be restricted to ependymocytes
[10, 23]. However, recent studies have confirmed neuronal
synthesis of the molecule [11]. TTR has been shown to
play an important role in neuronal plasticity, regeneration
and aging [13–17] but its action as a direct metabolic
regulator has not been reported thus far. Behavioural
deficits observed in TTR knockout mice have suggested
that the roles of this protein are more complex than that
initially described [13, 24], however, it is noteworthy that

Figure 6: The effect of the metabolic activation or inhibition of the signalling kinases on the expression of the PKM1/2
mRNA in astrocytes. The cells were cultured for 24 h in the FM, CM or FM supplemented with 36.4 nM TTR (FM+TTR) media.

(A–G) The effect of inhibition of signalling kinases with (A) 1 μM FAK inhibitor 14, (B) 5 μM SB216763 (GSK3 inhibitor), (C) 20 μM
KT5720 (PKA inhibitor), (D) 1 μM AKT inhibitor IV, (E) 2.3 μM wortmannin (PI3K inhibitor), (F) 0.01 μM rapamycin (mTOR inhibitor),
(G) 50 μM SB202190 (p38 inhibitor) on the expression of mRNA encoding PKM1/2 in astrocytes. mRNA expression in cells cultured in
the FM medium in the absence of the stimulators or inhibitors was assumed to be 100%. Each value represents the mean and S.D. of at
least three individual experiments. Asterisks (*) indicate statistically significant differences (P < 0.001). (H–I) The effects of the metabolic
activators (H) 13 nM IGF-I, (I) 10 μM forskolin on the expression of mRNA encoding PKM1/2 in astrocytes.
www.impactjournals.com/oncotarget
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some of mentioned defects appear to be abrogated by the
administration of retinoic acid [14].
Our studies demonstrated that only the hormonefree TTR acts as an activator of glycolysis in astrocytes
and saturation of TTR with T4 or retinol abolished the
stimulatory effect of this protein. This finding suggests that
TTR is a multifunctional protein and its role in the brain
biology is not limited to its action as the carrier protein.
The data presented here point to regulatory enzymes
of glycolysis, PKM1/2 and PFKP, as the main targets of
TTR action. TTR increased their mRNAs and protein
expression level; however, changes in mRNA levels were
much faster than those observed for the protein level.
The long time lapse between the mRNA and protein
increase suggests the existence of an additional step in the
regulation of TTR-dependent expression of PK and PFK.
Moreover, the regulation of metabolic enzymes
expression by TTR is presumably specific to astrocytes
as we did not observed any changes in the expression of
PKM1/2 after TTR-treatment in non-glial cells, such as
immortalized epithelial cells (ME16C), human fibroblasts,
or mouse lung cancer cell line (KLN205).
Taking into account that TTR stimulates the
expression of PFK and PKM, but not HK, it may be
presumed that TTR acts as a mediator due to which
neurons can selectively stimulate oxidation of glucosyl
units derived from glycogen but not glucose coming from
the blood stream. Thus, the tight coupling of astrocytic
and neuronal metabolism may not be necessarily reflected
by significant changes of glucose uptake to the glial cells.
For the last twenty years the brain energy
metabolism has been analysed in the context of the
astrocyte-neuron lactate shuttle (ANLS) hypothesis
which assumes that glucose is oxidised in astrocytes to
lactate and lactate is used by neurons to fulfil their energy
requirements [2, 3]. However, it has also been shown that
degradation of glycogen, but not glucose, in astrocytes is
a prerequisite for memory formation [25, 26]. The origin
of glucosyl units for glycogen synthesis has not been
intensively studied but it is commonly believed that they
originate from blood-derived glucose. Our present findings
lead to conclusion that the higher capacity of astrocytes
to degrade glycogen to support neuronal plasticity is not
associated with their higher capacity to take up glucose.
A molecular mechanism by which biological
information induced by TTR is transmitted within a cell
is not fully understood among others, in view of fact
that membrane receptor for TTR is thus far unidentified.
However, it has been shown that TTR may bind megalin
(LRP-2) [27, 28], IGF-IR (insulin-like growth factor 1
receptor) [29] and RAGE (receptor for advanced glycation
end products) [30]. Interestingly, it has been demonstrated
that megalin-dependent TTR internalization by sensory
neurons was necessary for the neuritogenic activity [31]
and that TTR-activated megalin stimulated intracellular
pathways, such as ERK1/2 and AKT, leading to the
www.impactjournals.com/oncotarget

activation of transcription factor CREB [32]. The most
recent studies have revealed that in hippocampus, TTR
promoted neurite outgrowth in a ligand (T4 and retinol)independent manner via phosphorylation of CREB [33].
The results presented here support the findings
that free TTR may activate CREB. We observed that
activation of cAMP synthesis and inhibition of PKA,
respectively, stimulated and downregulated PKM1/2 level
in TTRtreated astrocytes. On the other hand, the inhibition
of PI3K/AKT signalling significantly increased PKM1/2
level in TTR-treated cells. Notably, the pharmacological
block of GSK3, a target of inhibitory action of AKT (for
a review, see [34, 35]) and an activator (synergistically
with PKA) of CREB [36, 37], strongly downregulated
the expression of PKM1/2. Evidently, the regulation of
PKM1/2 in astrocytes by the cAMP/PKA and the PI3K/
AKT pathways is antagonistic.
The involvement of cAMP/PKA pathway in the
induction of astrocyte-specific PFK and PK expression but
not HK elevation is enigmatic. From the functional point
of view it makes sense that TTR/cAMP activates only
these steps of glycolysis which are engaged in glycogen
degradation, not affecting glucose uptake
However, cAMP is a pleiotropic mediator and previous
studies have demonstrated that CREB, a cAMP downstream
effector, may regulate expression of mammalian HK
(hexokinase 2 isozyme) [38]. On the other hand, a newer
study has suggested that CREB may be a basic transcription
factor for HK expression [39]. Since brain is the organ of the
highest basal level of glycolytic capacity [40], an increase in
cAMP/PKA activity in astrocytes may not be able to further
elevate the expression of HK1, because the level of HK1
already reached its maximum.
Insulin/IGF-I-activation of the PI3K/AKT pathway
is associated with acceleration of energy metabolism and is
reflected by an increase in glucose uptake [41–43]. Thus,
the antagonistic effect of TTR on the cAMP/PKA and the
PI3K/AKT pathways is in line with our observation that
TTR stimulation of astrocytic metabolism is associated
with a activation of glycolytic enzymes which degrade
glycogen-derived glucosyl units (PFK, PKM) but not of
enzymes stimulating glucose uptake (HK1).
Recent studies have demonstrated that TTR may act
via the IGF-IR signalling pathway synergistically with IGFI
[44]. However, our results revealed that supplementation
with IGF-I did not affect metabolism of neither the FMtreated nor the CM-treated cells. We also did not observe
any changes in PKM1/2 level when mTOR or p38 kinases
were inhibited. The lack of the effect of IGF-I stimulation
on PKM1/2 expression suggests that in astrocytes, the
regulation of glycolytic capacity and neurite outgrowth
are independently mediated by different TTR-related
mechanisms although, supposedly, in the both phenomena,
the final decisive role plays the activation of CREB.
Our studies also revealed that the inhibition of FAK
significantly lowered PKM1/2 expression in the CM-treated
106632
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cells. Just recently, it has been shown that FAK activation
by IGF-I was involved in the increase of the expression of
several glycolytic genes, among them PKM2, in pancreatic
adenocarcinoma [45]. Results presented here excluded the
possibility that IGF-I may stimulate expression of PKM1/2
and further studies are required to elucidate the mechanism
of FAK-dependent elevation of glycolysis in astrocytes. A
diagram depicting a mechanism of TTR induced signalling
is presented in Figure 7.
Studying the effect of the CM medium on astrocytic
metabolism we also found that the CM, but not TTR,
activated the expression of ALDOA. This suggests that
not only TTR but also other soluble molecules released
from neurons participate in the regulation of astrocytic
metabolism. Our preliminary results showed that molecular
mass of ALDOA expression activator is below 10 kDa (data
not shown). Interestingly, the activation was evident after
24 h incubation of astrocytes with the CM. However, after
the next 24 h the FM was also able to stimulate ALDOA
expression, which suggests that regulator of ALDOA
expression is present also in the fresh neuronal medium,
however, its concentration is lower than in the CM.
In conclusion, our results provide strong evidence
that TTR is the neuron-derived factor which can specifically
stimulate glycolysis in astrocytes in the T4 and retinolindependent manner. The impact of TTR appears to
be restricted to the two of three regulatory enzymes of
glycolysis, PFK and PKM, which suggests that TTR
is involved in the formation of the astrocyte glycogen-

neuronal mitochondria metabolic pathway of energy
production which is required for memory formation [1, 46].

MATERIALS AND METHODS
Cell culture and neuron-conditioned medium
preparation
All the procedures were approved by the Local
Ethical Commission and every effort was made to
minimize the number of animals used for the experiments.
All cell cultures were maintained at 37°C in a humidified
atmosphere with 5% CO2.
Hippocampal astrocytes and neurones cultures
were prepared from newborn Wistar rats and cultured
as described previously [4]. To avoid contamination
of cultures with neurons and fibroblasts, hippocampal
astrocytes were subcultured 2 times [47].
Neurons were cultured for 14–16 days in fresh
neuronal medium (FM: Neurobasal-A, 2% B-27
Supplement, 100 U/mL penicillin, 0.1 mg/mL streptomycin,
0.5 mM glutamine, 12.5 μM glutamate, and 25 μM
βmercaptoethanol), then the neuron-conditioned medium
(CM) was collected, filtered through 0.22 μm filters and
stored at –80°C until used.
For in situ hybridization and immunofluorescent
experiments astrocytes were seeded at a density of
2.0–3.0 104/cm2 onto glass coverslips covered with polyL-lysine (1 mg/mL) and laminin (2.5 μg/mL) and were

Figure 7: Mechanism of TTR-induced signaling. Interaction of TTR with its receptor (TTR-R) triggers signaling cascade leading
to stimulation of glucose metabolism in astrocytes. TTR activates CREB via the cAMP/PKA pathway which results in upregulation of PK
and PFK expression. The action of TTR is antagonized by the PI3K/AKT pathway, by inhibition of GSK3 activity.
www.impactjournals.com/oncotarget
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Fluorescent in situ hybridization (FISH)

cultured for 24 h before the experiments. For ATP assay
and activity measurement the cells were cultured in their
specific medium to 80% confluence.
To check the metabolic changes in astrocytes by
neuron-derived molecule(s) [4] astrocytes were incubated
for 24 h (or 48 h in some experiments) in the CM. In
control experiments, the FM was used.
To get some insight into the chemical nature and
the range of the molecular weights of the regulatory
factors released by neurons into the culture medium, the
CM samples were heated for 5 min at 45°C or 65°C or
were filtered through Vivaspin® filters (EQUIMED S.J.).
The filtrations resulted in a separation of the CM samples
into two fractions: one containing low molecular weight
compounds (<30 kDa) and the second, containing both,
low and high molecular weight molecules (0–100 kDa).
In order to check the role of TTR and its cargo (retinol,
T4) on the expression of metabolic proteins in astrocytes, the
FM or the CM medium was supplemented with 20 μg/mL
(36.4 nM) of human plasma TTR, 1 μM T4 or 1 μM retinol.
In another set of experiments, astrocytes were incubated
in the CM depleted of TTR by immunoprecipitation (IP).
Briefly, the CM samples were incubated with rabbit antiTRR antibodies (1:200; Novus Biologicals cat. no. NBP150256) overnight at 4°C with gentle agitation, then protein
G-coupled Sepharose beads (Roche) were added and
incubated overnight at 4°C with agitation. Subsequently,
the suspension was centrifuged at 4,000 rpm for 2 min. The
supernatant was filtered through 0.22 μm filter and used as
the “medium post-IP”. In a control reaction, the primary
antibodies were omitted. The results of the controls are
shown in (Supplementary Figure 4).
To ascertain whether the effect of the CM and TTR
on the expression of PKM1/2 was unique for astrocytes,
we examined the expression of PKM1/2 in lung cancer
cells (the KLN205 cell line), secondary cultures of human
skin fibroblasts and immortalized epithelial cells (the
ME16C cell line) seeded in the CM or the FM medium
supplemented with TTR. Before the stimulation, the cells
were cultured in their specific media up to 80% confluence.
To determine which signalling pathways were
engaged in the regulation of the astrocyte energy
metabolism, the cells growing for 24 h in the CM or in
the FM supplemented with 36.4 nM TTR, were treated
for the next 24 h with one of the specific kinase inhibitors:
wortmannin (PI3K inhibitor; 2.3 μM), rapamycin
(mTOR inhibitor; 0.01 μM), AKT inhibitor IV (AKT
inhibitor; 1 μM), FAK inhibitor 14 (FAK inhibitor; 1 μM),
SB202190 (p38 inhibitor, 50 μM), SB216763 (GSK3
inhibitor, 5 μM), KT5720 (PKA inhibitor; 20 μM) or
with metabolic stimulators: forskolin (adenylyl cyclase
activator, 10 μM) or IGF-I (13 nM) and the expression of
metabolic proteins were tested.

www.impactjournals.com/oncotarget

5′-end Cy3-labelled oligonucleotides complementary
to rat mRNA sequences for PKM1/2 (Cy3AATGG
TACAGATGATCCCAGTGTTGCGGGCCGTGATGGG
T), PFKP (Cy3-TCAAACACTCCTTT CCCTTCCTCTGA
GTAGAGCTGGTAGA) and HK1 (Cy3-AAGTGGGCCA
GGGTTTCCTCAATCTGCCGG TGCTGCTCAG) were
synthesized by Sigma-Aldrich. FISH was performed
according to Mamczur et al. [4]. In control reactions, the
oligonucleotide probes were omitted. The results of the
controls are shown in (Supplementary Figure 1).

Immunofluorescence
The immunofluorescence studies were performed
as described previously [4]. The cells were fixed,
permeabilized and incubated with the primary antibodies:
goat anti-pyruvate kinase M1/M2 (anti-PKM1/2;
1:1000; Acris Antibodies GmbH cat. no. R1108P),
rabbit anti-aldolase A (anti-ALDOA; 1:500; produced
and tested as described previously [48, 49]), rabbit
anti-phosphofructokinase P (anti-PFKP; 1:200; Novus
Biologicals cat. no. NBP1-19585), rabbit anti-hexokinase
1 (anti-HK1; 1:200; Abcam cat. no. AB150423), rabbit
anti-monocarboxylate transporter 4 (anti-MCT4; 1:100;
Abcam cat. no. AB74109. To analyse a morphology of
astrocytes cultured in “neuron-conditioned” and “neuronunconditioned” media, glial fibrillary acidic protein
(GFAP) was visualized with rabbit anti-GFAP antibodies
(1:400; Sigma cat. no. G9269). The primary antibodies
were detected with fluorophore-labelled secondary
antibodies: rabbit anti-goat-FITC (1:1,000; Sigma cat. no.
F9012), or goat anti-rabbit-FITC (1:500; Sigma cat. no.
F6005). Cell nuclei were stained with DAPI. In controls,
the primary antibodies were omitted. The results of the
controls are shown in (Supplementary Figure 1).

Confocal microscopy and fluorescence analysis
The confocal microscopy studies were performed
as described previously [4]. The images were taken
from 5 to 12 randomly selected areas. All cells observed
in the images (about 10 cells per image) were used to
measure the mean fluorescence. The quantification of
the fluorescence was performed using Cell^F software
(Olympus Soft Imaging Solutions GmbH). For analysis
of mRNA and proteins expression, the edges of the cells
were marked and the mean fluorescence was measured.
All experiments were done in triplicate.

Activity measurement
PKM1/2 activity was assayed spectrophotometrically
as described previously [40], with slight modifications.
Enzyme activity was assayed using cellular extract obtained
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by homogenisation of astrocytes in a lysis buffer (250 nM
KCl, 50 mM Tris, 0.1% Triton x-100, 0.1 mM EDTA,
0.1 mM EGTA, pH 7.4, 4oC). To avoid degradation of
cytosolic proteins protease inhibitor cocktail (1:25, Roche)
was added. Thereafter, the homogenate was centrifuged at
20,000 g, at 4°C, for 20 min. The activity was measured
in 50 mM Bis-Tris-Propane buffer with 100 mM KCl,
0.25 mM EDTA and 10.25 mM MgCl2, pH 7.4, 37°C.
The reaction mixture contained 0.2 mM NADH, 1.25 mM
ADP and 1 U LDH. An enzyme activity, expressed in
U [μmol min−1] was determined from the difference in the
slope of NADH absorbance (340 nm; ε = 6.22 mM−1 cm−1)
after addition of a substrate (5 mM phosphoenolpyruvate).
All spectrophotometric measurements were performed with
an Agilent 8453 diode array spectrophotometer. Protein
concentrations were determined using Bradford Reagent.
All measurements were done in triplicate.

ProteinPilot v4.0 (Applied Biosystems). Protein searches
were performed against the SwissProt Homo sapiens
protein database (release date 06032017) using Mascot 2.3
and Paragon 4.0 platform. The database search parameters
were: mass tolerance of 40 ppm for precursor ions and
0.8 Da for fragment ions; trypsin digestion with two missed
cleavages, fixed modification–carbamidomethylation (C).
Protein identity was accepted at the 95% confidence level.

ATP measurement
ATP measurements were performed with Single
Tube Luminometer (Microdigital) according to the
manufacturer requirements. ATP level was determined
in a cellular extract obtained by incubation of the cells
in an extraction buffer (50 mM Tris, 1 mM EDTA,
0.1% Triton X-100, pH 7.5, RT) for 10 min. The lysates
were heated for 45s at 99°C and then centrifuged at
10,000 g at 4°C for 10 min. Then, the supernatants were
collected and assayed with luciferase/luciferin (Sigma)
according to manufacturer recommendations. Protein
concentrations were determined using Bradford Reagent.
All measurements were performed at least in triplicate.

Mass spectrometry
Media were filtered as described above. Obtained
supernatant (fraction 30–100 kDa) was precipitated with
TCA, resolved by 15 % SDS-PAGE and stained with
PageBlue™ Protein Staining Solution (Thermo Fisher
Scientistic). Acrylamide gels were then cut into 0.5 cm
slices. In this way we obtained 16 slices (8 per each
medium) containing separated proteins.
Protein within slices were reduced with DTT,
alkylated with iodoacetamide and digested with trypsin
according to the standard protocol [50]. A total of 40 ng
of sequencing grade trypsin was added to each excised gel
fragment, covered with 100 mM ammonium bicarbonate
and the samples were incubated at 37°C overnight. The
supernatant was collected and further extraction was
performed by addition of 5% formic acid/ACN (1:1, v/v)
followed by a second extraction step of 5% formic acid/
ACN (5:95, v/v). The combined solvent extracts were
vacuum dried and reconstituted in 0.1% TFA, concentrated
and desalted using C18 ZipTips (Millipore). The obtained
peptides were analysed by MALDI-TOF/TOF using the
Applied Biosystems 4800 Proteomics Analyser. Sample
preparation for analysis was as follows: tryptic peptides
were mixed 1:1 v/v with α-cyano-4-hydroxycinnamic acid
(10 mg/mL in ACN/0.1% TFA) and spotted directly onto
the MALDI target without chromatographic separation.
MS spectra were calibrated using two external standards
and tryptic autolytic peaks. Typically, each MS spectrum
was acquired in the positive-ion reflectron mode using 400
laser shots. A set of 6–20 ions, depending on the complexity
of the MS1 spectrum, which had both (1) strong intensities
and (2) were well resolved from neighbouring ions were
analysed further. Fragmentation spectra were acquired as
postsource decay unimolecular decompositions (collision
gas off) using 3,000 laser shots. A fragmentation voltage of
2 kV was used throughout the automated runs.
The spectra were processed and analysed using the
4000 Series Explorer v3.5.3 (Applied Biosystems) and
www.impactjournals.com/oncotarget

Western blot
Protein extracts were obtained by incubation of
astrocytes in a lysis buffer (50 mM Tris, 0.2 mM EDTA,
5% SDS, 50 mM DTT, pH 8.0) for 20 min at 99°C and
centrifuged at 20,000g at 4°C for 20 min. The supernatants
were collected and total protein concentration was
determined using the Bradford method. The extracts (15 μg)
were resolved by 10% SDS-PAGE, transferred to the
nitrocellulose using a wet system and stained with Poceau S
to test the quality of the protein transfer. Membrane was
blocked for 1 h in 3% BSA in PBS and then incubated
overnight at 4°C with primary antibodies diluted in
Solution 1 from SignalBoost™ Immunoreaction Enhancer
Kit (Millipore). Then the blot was incubated for 2 h at
RT with secondary antibodies diluted in Solution 2 from
SignalBoost™ Immunoreaction Enhancer Kit. Pyruvate
kinase M1/2 was detected with goat anti-PKM1/2 antibodies
(1:2500; Acris Antibodies GmbH cat. no. R1108P),
secondary antibodies conjugated with biotin (1:2500;
Sigma cat. no. B7014) and Extravidin conjugated with
peroxidase (1:2000 in PBS; Sigma cat. no. E2886). Mouse
anti-β-actin antibodies (1:2500; Sigma cat. no. A5441) and
secondary antibodies conjugated with peroxidase (1:2500;
Sigma cat. no. A4416) were used to detect β-actin which
was used as a loading control. A peroxidase substrate,
3,3′-diaminobenzidine (DAB), was used.

Statistical analysis
Collected data was analysed using Microsoft
Excel 2010. Results are expressed as mean and standard
deviation of at least three individual experiments. For an
evaluation of statistical significance the Student’s t-test
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was used. A probability of P < 0.05 was considered to
represent a significant difference.

4.

Mamczur P, Borsuk B, Paszko J, Sas Z, Mozrzymas J,
Wiśniewski JR, Gizak A, Rakus D. Astrocyte-neuron
crosstalk regulates the expression and subcellular
localization of carbohydrate metabolism enzymes. Glia.
2015; 63:328–40. https://doi.org/10.1002/glia.22753.

5.

Hasel P, Dando O, Jiwaji Z, Baxter P, Todd AC, Heron S,
Márkus NM, McQueen J, Hampton DW, Torvell M, Tiwari
SS, McKay S, Eraso-Pichot A, et al. Neurons and neuronal
activity control gene expression in astrocytes to regulate
their development and metabolism. Nat Commun. 2017;
8:15132. https://doi.org/10.1038/ncomms15132.

6.

Schreiber G, Richardson SJ. The evolution of gene
expression, structure and function of transthyretin.
Comp Biochem Physiol B Biochem Mol Biol. 1997;
116:137–60. https://doi.org/10.1016/S0305-0491(96)00212-X.

7.

Power DM, Elias NP, Richardson SJ, Mendes J, Soares CM,
Santos CRA. Evolution of the thyroid hormone-binding
protein, transthyretin. Gen Comp Endocrinol. 2000;
119:241–55. https://doi.org/10.1006/gcen.2000.7520.

8.

Ingbar SH. Pre-albumin: A thyroxine-binding protein of
human plasma. Endocrinology. 1958; 63:256–9. https://doi.
org/10.1210/endo-63-2-256.

9.

Raz A, Goodman DS. The interaction of thyroxine with
human plasma prealbumin and with the prealbumin-retinolbinding protein complex. J Biol Chem. 1969; 244:3230–7.

Abbreviations
AKT: protein kinase B; ALDOA: aldolase A; ANLS:
astrocyte-neuron lactate shuttle; CM: neuron-conditioned
medium; CREB: cAMP response element-binding
protein; FAK: focal adhesion kinase; FM: fresh neuronal
medium; GSK3: glycogen synthase kinase 3; HK1:
hexokinase 1; IGF I: insulin-like growth factor 1; MCT4:
monocarboxylate transporter 4; mTOR: mechanistic target
of rapamycin; p38: p38 mitogen-activated protein kinase;
PFK: phosphofructokinase; PI3K: phosphatidylinositol-3kinase; PKA: protein kinase A; PKM: pyruvate kinase M;
T4: thyroxine; TTR: transthyretin.

Author contributions
A.Z. performed practically all experiments except
ATP measurements and mass spectrometry studies and
participated in manuscript preparation; P.J. performed
mass spectrometry analysis; J.M. participated in
manuscript preparation; D.R. planned the work and
participated in the manuscript writing.

ACKNOWLEDGMENTS

10. Aleshire SL, Bradley CA, Richardson LD, Parl FF.
Localization of human prealbumin in choroid plexus
epithelium. J Histochem Cytochem. 1983; 31:608–12.

We thank Piotr Mamczur for technical assistance
(designing of Cy3 oligonucleotides and ATP measurements)
and Agnieszka Gizak for discussion and correction of the
manuscript.

11. Li X, Masliah E, Reixach N, Buxbaum JN. Neuronal
production of transthyretin in human and murine Alzheimer’s
disease: Is it protective? J Neurosci. 2011; 31:12483–90.
https://doi.org/10.1523/JNEUROSCI.2417-11.2011.

CONFLICTS OF INTEREST

12. Divino CM, Schussler GC. Transthyretin receptors on
human astrocytoma cells. J Clin Endocrinol Metab. 1990;
71:1265–8. https://doi.org/10.1210/jcem-71-5-1265.

The authors declare no conflicts of interest.

13. Sousa JC, Marques F, Dias-Ferreira E, Cerqueira JJ,
Sousa N, Palha JA. Transthyretin influences spatial
reference memory. Neurobiol Learn Mem. 2007; 88:381–5.
https://doi.org/10.1016/j.nlm.2007.07.006.

FUNDING
The study was supported from the Polish National
Science Center (contract grant number UMO-2015/19/B/
NZ1/00332).

14. Brouillette J, Quirion R. Transthyretin: A key gene
involved in the maintenance of memory capacities during
aging. Neurobiol Aging. 2008; 29:1721–32. https://doi.
org/10.1016/j.neurobiolaging.2007.04.007.

REFERENCES
1.

Magistretti PJ, Allaman I. Brain Energy Metabolism.
Neuroscience in the 21st Century. 2013; 1591–620.

2.

Pellerin L, Magistretti PJ. Glutamate uptake into
astrocytes stimulates aerobic glycolysis: a mechanism
coupling neuronal activity to glucose utilization. Proc
Natl Acad Sci. 1994; 91:10625–9. https://doi.org/10.1073/
pnas.91.22.10625.

3.

15. Sousa JC, Grandela C, Fernández-Ruiz J, de Miguel R, de
Sousa L, Magalhães AI, Saraiva MJ, Sousa N, Palha JA.
Transthyretin is involved in depression-like behaviour and
exploratory activity. J Neurochem. 2004; 88:1052–8.
16. Nunes AF, Saraiva MJ, Sousa MM. Transthyretin knockouts
are a new mouse model for increased neuropeptide Y. FASEB J.
2006; 20:166–8. https://doi.org/10.1096/fj.05-4106fje.
17. Fleming CE, Saraiva MJ, Sousa MM. Transthyretin enhances
nerve regeneration. J Neurochem. 2007; 103:831–9.
https://doi.org/10.1111/j.1471-4159.2007.04828.x.

Pellerin L, Magistretti PJ. Sweet sixteen for ANLS. J Cereb
Blood Flow Metab. 2012; 32:1152–66. https://doi.org/
10.1038/jcbfm.2011.149.

www.impactjournals.com/oncotarget

106636

Oncotarget

18. Costa R, Ferreira-da-Silva F, Saraiva MJ, Cardoso I, Klug G.
Transthyretin protects against A-beta peptide toxicity by
proteolytic cleavage of the peptide: A mechanism sensitive
to the Kunitz protease inhibitor. PLoS One. 2008; 3:e2899.
https://doi.org/10.1371/journal.pone.0002899.

30. Sousa MM, Yan SD, Stern D, Saraiva MJ. Interaction of
the receptor for advanced glycation end products (RAGE)
with transthyretin triggers nuclear transcription factor kB
(NF-kB) activation. Lab Invest. 2000; 80:1101–10.
31. Fleming CE, Mar FM, Franquinho F, Saraiva MJ,
Sousa MM. Transthyretin internalization by sensory
neurons is megalin mediated and necessary for its
neuritogenic activity. J Neurosci. 2009; 29:3220–32. https://
doi.org/10.1523/JNEUROSCI.6012-08.2009.

19. Schwarzman AL, Gregori L, Vitek MP, Lyubski S,
Strittmatter WJ, Enghilde JJ, Bhasin R, Silverman J,
Weisgraber KH, Coyle PK. Transthyretin sequesters
amyloid beta protein and prevents amyloid formation. Proc
Natl Acad Sci U S A. 1994; 91:8368–72.

32. Mantuano E, Mukandala G, Li X, Campana WM,
Gonias SL. Molecular dissection of the human α 2
-macroglobulin subunit reveals domains with antagonistic
activities in cell signaling. J Biol Chem. 2008;
283:19904–11. https://doi.org/10.1074/jbc.M801762200.

20. Santos SD, Lambertsen KL, Clausen BH, Akinc A,
Alvarez R, Finsen B, Saraiva MJ. CSF transthyretin
neuroprotection in a mouse model of brain ischemia.
J
Neurochem.
2010;
115:1434–44.
https://doi.
org/10.1111/j.1471-4159.2010.07047.x.

33. Gomes JR, Nogueira RS, Vieira M, Santos SD, FerrazNogueira JP, Relvas JB, Saraiva MJ. Transthyretin provides
trophic support via megalin by promoting neurite outgrowth
and neuroprotection in cerebral ischemia. Cell Death Differ.
2016; 23:1749–64. https://doi.org/10.1038/cdd.2016.64.

21. Hatterer JA, Herbert J, Hidaka C, Roose SP, Gorman JM. CSF
transthyretin in patients with depression. Am J Psychiatry.
1993; 150:813–5. https://doi.org/10.1176/ajp.150.5.813.
22. Serot JM, Christmann D, Dubost T, Couturier M.
Cerebrospinal fluid transthyretin: aging and late onset
Alzheimer’s disease. J Neurol Neurosurg Psychiatry. 1997;
63:506–8.

34. McCubrey JA, Steelman LS, Bertrand FE, Davis NM,
Sokolosky M, Abrams SL, Montalto G, D’Assoro AB,
Libra M, Nicoletti F, Maestro R, Basecke J, Rakus D, et
al. GSK-3 as potential target for therapeutic intervention
in cancer. Oncotarget. 2014; 5:2881–911. https://doi.
org/10.18632/oncotarget.2037.

23. Sousa JC, Cardoso I, Marques F, Saraiva MJ, Palha JA.
Transthyretin and Alzheimer’s disease: Where in the brain?
Neurobiol Aging. 2007; 28:713–8. https://doi.org/10.1016/j.
neurobiolaging.2006.03.015.

35. McCubrey JA, Fitzgerald TL, Yang LV, Lertpiriyapong K,
Steelman LS, Abrams SL, Montalto G, Cervello M, Neri LM,
Cocco L, Martelli AM, Laidler P, Dulińska-Litewka J, et al.
Roles of GSK-3 and microRNAs on epithelial mesenchymal
transition and cancer stem cells. Oncotarget. 2017; 8:14221–
50. https://doi.org/10.18632/oncotarget.13991.

24. Buxbaum JN, Ye Z, Reixach N, Friske L, Levy C, Das P,
Golde T, Masliah E, Roberts AR, Bartfai T. Transthyretin
protects Alzheimer’s mice from the behavioral and
biochemical effects of Aβ toxicity. Proc Natl Acad Sci. 2008;
105:2681–6. https://doi.org/10.1073/pnas.0712197105.

36. Fiol CJ, Williams JS, Chou CH, Wang QM, Roach PJ,
Andrisani OM. A secondary phosphorylation of CREB341
at Ser129 is required for the cAMP-mediated control of
gene expression. A role for glycogen synthase kinase-3
in the control of gene expression. J Biol Chem. 1994;
269:32187–93.

25. Newman LA, Korol DL, Gold PE. Lactate Produced
by Glycogenolysis in Astrocytes Regulates Memory
Processing. PLoS One. 2011; 6:e28427. https://doi.
org/10.1371/journal.pone.0028427.
26. Drulis-Fajdasz D, Wójtowicz T, Wawrzyniak M,
Wlodarczyk J, Mozrzymas J, Rakus D. Involvement of
cellular metabolism in age-related LTP modifications in rat
hippocampal slices. Oncotarget. 2015; 6:14065–81. https://
doi.org/10.18632/oncotarget.4188.

37. Bullock BP, Habener JF. Phosphorylation of the cAMP
Response Element Binding Protein CREB by cAMPDependent Protein Kinase A and Glycogen Synthase
Kinase-3 Alters DNA-Binding Affinity, Conformation, and
Increases Net Charge. Biochemistry. 1998; 37:3795–3809.
https://doi.org/10.1021/BI970982T.

27. Sousa MM, Saraiva MJ. Internalization of transthyretin.
Evidence of a novel yet unidentified receptor-associated
protein (RAP)-sensitive receptor. J Biol Chem. 2001;
276:14420–25. https://doi.org/10.1074/jbc.M010869200.

38. Thomson DM, Herway ST, Fillmore N, Kim H, Brown JD,
Barrow JR, Winder WW. AMP-activated protein kinase
phosphorylates transcription factors of the CREB family.
J Appl Physiol (1985). 2008; 104:429–38. https://doi.org/
10.1152/japplphysiol.00900.2007.

28. Sousa MM, Norden AG, Jacobsen C, Willnow TE,
Christensen EI, Thakker RV, Verroust PJ, Moestrup SK,
Saraiva MJ. Evidence for the role of megalin in renal uptake
of transthyretin. J Biol Chem. 2000; 275:38176–81. https://
doi.org/10.1074/jbc.M002886200.

39. Lin XW, Xu WH. Hexokinase is a key regulator of
energy metabolism and ROS activity in insect lifespan
extension. Aging (Albany NY). 2016; 8:245–59. https://doi.
org/10.18632/aging.100885.

29. Vieira M, Gomes JR, Saraiva MJ. Transthyretin induces
Insulin-like Growth Factor I nuclear translocation regulating
its levels in the hippocampus. Mol Neurobiol. 2015;
51:1468–79. https://doi.org/10.1007/s12035-014-8824-4.
www.impactjournals.com/oncotarget

40. Wiśniewski JR, Gizak A, Rakus D. Integrating Proteomics
and Enzyme Kinetics Reveals Tissue-Specific Types of the
106637

Oncotarget

Glycolytic and Gluconeogenic Pathways. J Proteome Res. 2015;
14:3263–73. https://doi.org/10.1021/acs.jproteome.5b00276.

is associated with a shift of mitochondrial respiration
to glycolysis. Oncogene. 2016; 35:1926–42. https://doi.
org/10.1038/onc.2015.256.

41. Kohn AD, Summers SA, Birnbaum MJ, Roth RA. Expression
of a constitutively active Akt Ser/Thr kinase in 3T3-L1
adipocytes stimulates glucose uptake and glucose transporter
4 translocation. J Biol Chem. 1996; 271:31372–8.

46. Suzuki A, Stern SA, Bozdagi O, Huntley GW, Walker RH,
Magistretti PJ, Alberini CM. Astrocyte-neuron lactate
transport is required for long-term memory formation. Cell.
2011; 144:810–23. https://doi.org/10.1016/j.cell.2011.02.018.

42. Summers SA, Birnbaum MJ. A role for the serine/threonine
kinase, Akt, in insulin-stimulated glucose uptake. Biochem
Soc Trans. 1997; 25:981–8.

47. Du F, Qian ZM, Zhu L, Wu XM, Qian C, Chan R, Ke Y.
Purity, cell viability, expression of GFAP and bystin in
astrocytes cultured by different procedures. J Cell Biochem.
2010; 109:30–37.

43. Davis NM, Sokolosky M, Stadelman K, Abrams SL, Libra
M, Candido S, Nicoletti F, Polesel J, Maestro R, D’Assoro
A, Drobot L, Rakus D, Gizak A, et al. Deregulation of the
EGFR/PI3K/PTEN/Akt/mTORC1 pathway in breast cancer:
possibilities for therapeutic intervention. Oncotarget. 2014;
5:4603–50. https://doi.org/10.18632/oncotarget.2209.

48. Mamczur P, Dzugaj A. Aldolase A is present in smooth
muscle cell nuclei. Acta Biochim Pol. 2008; 55:799–805.
49. Mamczur P, Gamian A, Kolodziej J, Dziegiel P, Rakus D.
Nuclear localization of aldolase A correlates with cell
proliferation. Biochim Biophys Acta. 2013; 1833:2812–22.
https://doi.org/10.1016/j.bbamcr.2013.07.013.

44. Vieira M, Leal SS, Gomes CM, Saraiva MJ. Evidence for
synergistic action of transthyretin and IGF-I over the IGF-I
receptor. Biochim Biophys Acta. 2016; 1862:797–804.
https://doi.org/10.1016/j.bbadis.2016.01.008.

50. Shevchenko A, Tomas H, Havlis J, Olsen JV, Mann M.
In-gel digestion for mass spectrometric characterization
of proteins and proteomes. Nat Protoc. 2006; 1:2856–60.
https://doi.org/10.1038/nprot.2006.468.

45. Zhang J, Gao Q, Zhou Y, Dier U, Hempel N, Hochwald SN.
Focal adhesion kinase-promoted tumor glucose metabolism

www.impactjournals.com/oncotarget

106638

Oncotarget

